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[3.1.2-1] Koji Maruhashi, Masaru Todoriki, Takuya Ohwa, Keisuke Goto, Yu Hasegawa, Hiroya
Inakoshi, Hirokazu Anai: Learning Multi-Way Relations via Tensor Decomposition With Neural
Networks. AAAT 2018: 3770-3777

[3.1.2-2] Koji Maruhashi, Heewon Park, Rui Yamaguchi, Satoru Miyano: Linear Tensor Projection

Revealing Nonlinearity. CoRR abs/2007.03912 (2020)
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[3.1.4-1] Kolda TG, and Bader BW (2009) Tensor decompositions and applications. SIAM Review,
51 (3) :455-500.

[3.1.4-2] Maruhashi K, Park H, Yamaguchi R, Miyano S (2020) Linear Tensor Projection Revealing
Nonlinearity. arXiv: 12007.03912, http://arxiv.org/abs/2007.03912.

[3.1.4-3] Park H, Maruhashi K, Yamaguchi R, Imoto S, Miyano S. (2020) Global gene network
exploration based on explainable artificial intelligence approach PLoS ONE 15(11); e0241508.



[3.1.4-4] Shimamura T, Imoto S, Shimada Y, Hosono Y, Niida A, et al. (2011) A novel network
profiling analysis reveals system changes in epithelial-mesenchymal transition. PLoS ONE 6 (6) :

e20804.
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Resistant Chronic Nanya Y, Kawakami K,
Myeloid Leukemia, Ogawa S, Kadowaki N.
Chronic Phase with
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Pathogenic Mori M, Hira A, Haematologica. , 105(4):1166— | 2020 4% | E4}
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Chiba K, Tanaka H,
Shimamura T, Sato Y,
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conferring
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